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SEQUENCE LISTING 

•:11CT- Lorenz, M. , et al . 

Ol20 ■ A tlOVEL P-SELECTIN GLYCOPROTEIN L I CAN D (PSGL-1) 
BINDING PROTEIN AND USES THEP.EEOR 

•:l "-.0 • GFN-53S0 
ol4 1 - 

■:l--0 ■ oO/ 192, 1 :>4 

■ :1 '.■ 1. • . : 000-0 3 - J: 4 

• i » - ; 

•:170 ■ Pat ent In Ver. 2. 0 

•-21:.) - 1 

'211 ■• 951 

•:212 • una 

e2H- Homo saoiens 



1 - CDS 

2 • (1) . . (=14. ft) 



■:4"0 - 1 

at i g-a agt oca gag cac cot g-g-g age c:t ggc tge atg gga c:: ata 48 

Mot Ala Sor Pro Glu His Pro Gly Sor Pro Gly Cys Mot Gly Pro He 

1 5 10 15 

ate cag tgs acg goa agg aoo oag Cd g gaa goa ooa goo act gg- c:: 9m 

Tnr Gin Cys Thr Ala Arg Thr Gin Gin Glu Ala Pro Ala Thr Gly Pro 

20 25 30 

gao -zzz oog co ooa gga cot gao ggg cac tta gao aca cac agt ggc 144 

Asp Geo Pro H:.s Pro Gly Pro Asp Gly His Leu Asp Thr His Sor Gly 

3 5 4 0 4 5 

-:tg ago too aac t z<z ag z atg aoo a :g ogg gag coo oog oag ta z tgg 102 

Leo Jer Ser Asn 3 o r So r Mot Tnr Tnr Arg Glu Leo Gin Gin Tyr Trp 

5 J 5 5 60 

oag sag aoo tgo ego tgg aag c.ac gto aaa ctg etc ttt gag ate 24 0 

i Asn Gin Lyo Cys Arg Trp Lys His 7a 1 Lys Leu Leu Phe Glu He 

o"- 7 0 7 5 3 0 

got tea get cac ate gag gog aga aaa gto t:t aog ttt gtg gtg tac 283 

Ala Ser Ala Arg lie Glu Glu Arg Lys Va.L Ser Lys Phe Va 1 7a L Tyr 

3 5 90 ?5 



ate ate 



ate rag act ggg age ttt goo oao aoo aag gee gto 



He He Vol He Gin Tnr Gly 3-r Phe Asp Asn Asn Lys Ala Vol 



1C0 



lu. c 



110 



ctg gaa egg egc tat tec gac ttc gog aag etc cag ooa gog otg otg 
Leu Glu Arg Arg Tyr Ser Asp Phe Ala Lys Leu Gin Lys Ala Leu Leu 
1H 12 3 12 5 



■■84 
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aag a c g ttc a q g gag gag at c g a a 
Lys Thr Phe Arg 31u Glu II- Gla 
130 135 



g a c g t g g a g t 1 1 c c c a g g a a g c a c 
Asp VaL -31 j Phe Pra Arg Lys His 
1 1 0 



: t g ac:. 
Leu Thr 
143 



?gg 



aa: 1 1 c get ga g gag 
Asn Pne Ala 31a 3Lu 
15 3 



arg at: tgt gag egt egg eg: ge : 
Me: Lie Cys Giu Arg Arg Arg Ala 
155 160 



4 0 



:tg ca g gag :a: :tg ago :tg ::: 
Lea Gin 31u Tyr Lea 31y Lea Lea 
1 6 5 



ta: gee at: :g: tg: gig eg: age 
Tyr Ala lie Arg Cys VaL Arg Arg 
17 0 L 7 5 



t : a : g g 
3er Arg 



gag ::e arg gat tte et : 
Gla Pne Lea Asp Phe Lea 
1 3 0 



a:g :gg eeg gag eta eg: gag ge* 
Thr Arg Pre Glu Lee Arg el a ALi 
135 100 



tte gge tee :t g egg g:: gge eag 
Phe Gly Cys Lea Arg Ala Gly Gin 
195 200 



tae ::g ege gee :tg gag etg :tg 
Tyr Pre Arg Ala Lea GLu Lea Lea 

2 0 5 



02 4 



etg eg: 
Lea Arg 

2 10 



gtg 
Val 



etg eeg etg eag gag 
Lea Pro Lea Gin GLu 
215 



aag ete ase ge : eae t ge eet gc-g 
Lys Lea Thr A La His Gys Pre Ala 

220 



b - . 



Ai 

-> > 



: gee 
Ala 



gte ::g gee etg tge g :e 
Val Pro Ala Leu Gys Ala 

2 30 



gtg etg etg tge eae eg: gae ete 
Val Lea Lea Gys His Arg Asp Lea 
2 3 5 2 4 0 



1 2 0 



ga: eg: eee gee gag gee tte geg 
Asp:. Arg Pre A^a GLu Ala Phe Ala 
24 5 



ge: gga gag agg gee :tg eag ego 
Ala Gly Glu Arg Ala Lea Gin Arg 
2 5 0 2 5 5 



etg eag gee egg gag gg: eat ege 
Lea Gin Ala Arg Glu Gly His Arg 
2 00 



tao tat gtg eet etg etg gae gc : 
Tyr Tyr Ala Pro Lea Lea Asp Ala 
205 27 0 



3 1 0 



atg gte ege :tg gte tae geg etg 
Met Val Arg Leu Ala r 7yr Ala Leu 
2 7 5 2 3 0 



gge aag gae tte gtg aet etg cag 
Gly Lys Asp Phe Val Thr Lea Gin 
5 3 5 



8(5 4 



jag agg etg gag gag age eag ete 
'Ola Arg Leu Glu Glu Ser Gin Leu 

290 293 



egg agg eee atg eee ega gge ate 
Arg Arg Pro Thr Pro Arg Gly lie 1 

300 



912 



a ::o etg aag gag tte act gtg ega 
Thr Leu Lys G._u Leu 'thr Va i Arg 

no 310 



jaa tae etg ck: rya 
Liu Tyr Leu His 

3 1 a 



951 



• 510 

• PR m 

• Home sapiens 
•a: 00:- 2 

Mt it Ala Ger Pro Glu His Pro Gly Jor Pro Gly Cys Met Gly Pre He 

1 3 10 15 

Thr Gin Cys Thr Ala Arg Thr Gin Gin Glu Ala Pro Ala Thr Gly Pre. 

LU 2 3 30 
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Asp Leu Prs> His Pro Gly Pro Asp Gly His Leu Asp Thr His Ser Gly 
3 5 40 4 5 

Leu Ser Ser Asn Ser Ser Met Thr Thr Arg Glu Leu Gin Gin Tyr Trp 
5 0 5 5 60 

GLn Asn Gin Lys Cys Arg Trp Lys His Val Lys Leu Leu Phe Glu lie 
65 7 0 -'5 8 0 

A La Ser Ala Arg lie 31u Glu Arg Lys Val Ser Lys Phe Val Val Tyr 

8 5 n; 9 5 

G.r. lie lie Val lie Gin Thr 31y Ser Fne Asp Asn Asn Lys Ala Val 
100 105 110 

leu Glu Arg Arg Tyr Ser Asp Phe Ala Lys Leu Gin Lys Ala Leu Leu 
115 120 125 

Lys Thr Phe Arg Glu Glu He Glu Asp Val Glu Phe Pro Arg Lys His 
130 135 140 

leu Thr Gly Asn Phe Ala Glu Glu Met lie Cys Glu Arg Arg Arg Ala 
*-4 5 150 155 160 

Leu Gin Glu Tyr Leu Gly Leu Leu Tyr Ala lie Arg Cys Val Arg Arg 
165 170 " 17 5 

Ser Arg Glu Phe Leu Asp Phe Leu Thr Arg Pro Glu Leu Arg Glu Ala 
130 18 5 190 

Phe Gly Cys Leu Arg Ala Gly Gin Tyr Pro Arg Ala Leu Glu Leu Leu 
195 S00 205 

Leu Arg Val Leu Pro Leu Gin Glu Lys Leu Thr Aid His Cys Pro Ala 
110 215 210 

Ala Ala Val Pro Ala Leu -lys A^a Val Leu Leu Cys His Arg Asp Leu 
S25 230 235 " 240 

Asp Arg Pro Ala Glu Ala Phe Ala Ala Gly Glu Arg Ala Leu Gin Arg 
245 250 255 

Leu Gin Ala Arc; ILu Gly His Arg Tyr Tyr Ala Pre Leu Leu Asp Ala 
260 265 270 

Met Val Arg Leu Ala Tyr Ala Leu Gly Lys Asp Phe Val Thr Leu Gin 

27 5 LEO 285 

G..u Arg Leu Glu Glu Ser (.Jin Leu Arg Arg Fr:> Thr Pro Arg Gly He 

2 90 2 95 300 

Thr Leu Lys Glu Leu Thr Val Arg Glu Tyr Leu His 
''"'5 310 ' 315 



:210:- 3 

••..lie :-4 

•C:ll:- LNA 

<215> /Artificial Sequence 



< 2 2 C 



■:2A3 > Description of Artificial Sequence: primer 
■MOO • 3 

,v;a:rgaatt ccgcctctcc cgcaagggcc acat 

■:.'! : 0.- 4 
■:."!L1> 33 

• cna 

3 : ■ Artificial Sequence 
• : 2 1 ! i j : • 

Description of Artificial Sequence: primer 
«:4 00> 4 

atacaggatc cagagtgagc taagggagga aag 33 
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3 4 



